e 416 - El PR dh E £ 4075 2024 42 2 F % 45 %% 4 ¥ Int ] Lab Med,February 2024, Vol. 45,No. 4

&
il

circKIF4A RIZERRBEEERAFREBESFERTENXR

Fwm L ESFSTIAR BN, E ML E &
AT FRWES Bl w2 EFH;2. Aaassh;3. 504 4 £ A, TRK R 075100

# E:BH R circKIFIA RZX 5P RIRBEF B R RBEHF LG X &, FiE  RAMAURAF
HLI 2016 F A AE 2017 F A AEGZRHLAFTREREEL 1200, EFRTREZBAL PR FTHR MR
BEFRBEAMN>AFTRBFEAMFEFH, A qRT-PCR 8 7 &4 circKIFAA £ PR IEL FF AP
a2t FGE KT AT circKIFAA £ 3A 5 W IRIRJE 16 AR R 245 4209 X %, Kaplan-Meier £ 4 ¥ & 5 #7 circKIF4A
AEEPRRBEXZAEHEZ, Cox DRI TRRBEEERE S FREARARY PR L, B8 LHES
28 circKIF4A A8t & A K FARL, TR IR B A circKIF4A Aaxt Rk K&, £ F A %3t 5 & L (P <<0.05),
circKIF4A (2 5 @ 43 00 R & & 2545 5 4L 42 B £ (P <<0. 05); Kaplan-Meier & # #h & 5 # £ 7, cir-
cKIFAA A X B HERE 5 FBERAELFIKT circKIFAA KA E B F, 2 F A% FZE L (X =11.368,P =
0.00D); 5 MEMHLERE T, OBREN 2MAEE KO LEHEH circKIFAA AE K PFLZPRBEEEZRE S F
e R R egFm B EZ(P<<0.05), FHif circKIFIA AFRBRBAR T EHELE .5 FTRERESEH G RRBEF
MERRE S FAEAENA L HEDFTRIRBIRG 69 EARED G TH,

K PRI E;  circKIF4A; &

DOI:10. 3969/j. issn. 1673-4130. 2024. 04. 006 FEESES R736.1

NEHS:1673-4130(2024)04-0416-04 XEkRAERD A

Relationship between circKIF4A expression and clinicopathologic
features and prognosis of thyroid cancer patients”
NIU Lili',LI Xiufen® ,SUN Tairan®,XIE Xiaoxie* /AN Yang®,LI Xin'
1. Department of Intensive Care Medicine ;2. Department of Endocrinology ;3. Department of
General Surgery ;4. Department of Acupuncture and Moxibustion sthe Second Affiliated
Hospital of Hebei North University ,Zhangjiakou , Hebei 075100,China
Abstract: Objective To investigate the relationship between circKIF4A expression and clinicopathologic
features and prognosis of thyroid cancer patients. Methods A total of 120 patients diagnosed with thyroid
cancer in our hospital from April 2016 to April 2017 were selected by random sampling method. Cancer tissues
and adjacent tissues were taken during surgery and divided into thyroid cancer group and adjacent cancer group
according to surgical pathologic detection. The relative expression level of circKIF4A in thyroid cancer group
and paracancer group was detected by qRT-PCR,and the relationship between circKIF4A expression and clini-
copathological features of thyroid cancer was analyzed. Kaplan-Meier survival curve was used to analyze the
relationship between circKIF4A expression and prognosis of thyroid cancer patients. Cox regression analysis
was performed to analyze the factors influencing the poor prognosis of patients with thyroid cancer 5 years af-
ter surgery. Results The relative expression level of circKIF4A in thyroid cancer group was higher than that
in paracancer group,and the difference was statistically significant (P <C0. 05). The expression of circKIF4A
was correlated with the degree of capsule invasion.lymph node metastasis and differentiation (P <C0. 05). Kap-
lan-Meier survival curve analysis showed that the 5-year cumulative survival rate of patients with high cir-
cKIF4A expression was lower than those with low circKIF4A expression,and the difference was statistically
significant (X*=11. 368, P =0. 001). Multivariate analysis showed that envelope invasion,degree of differenti-
ation,lymph node metastasis and circKIF4 A expression level were the influencing factors for poor prognosis of

thyroid cancer patients at 5 years after surgery (P<C0. 05). Conclusion circKIF4A is highly expressed in thy-
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roid cancer tissues,which is related to the clinicopathological features and 5-year postoperative survival of thy-

roid cancer patients,and may be used as a potential prognostic marker for thyroid cancer.
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