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Abstract : Objective To screen differentially expressed genes (DEGs) in renal tissues of patients with lu-
pus nephritis (LN) and to analyze their functions. Methods The GSE32591 and GSE112943 datasets included
the transcriptome data of LN tubulointerstitium, LN glomerulus, LN renal tissues and their normal control
tissues,respectively. GSE81622 included the transcriptome data of peripheral blood mononuclear cells (PB-
MC) from LN patients and healthy controls. DEGs were screened using online analysis tool GEO2R. DAVID
was used to perform Gene ontology (GO) and Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway
enrichment analysis of the selected DEGs. Protein-protein interaction network (PPI) analysis was performed
using STRING database,and the core DEGs were screened. The expression changes of core DEGs in renal tis-
sues of LN patients in PBMC were analyzed. Results A total of 37 up-regulated genes and 8 down-regulated
genes were screened in LN renal tissues. GO analysis showed that DEGs were mainly involved in biological
processes related to virus defense,such as virus response and type [ interferon signaling pathway,and their
molecular functions included RNA binding, GTP binding and helicase activity. KEGG pathway analysis

showed that DEGs were mainly involved in viral infection-related pathways. PPI analysis identified 12 core
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DEGs: EGR1, FOSB, IF127, IF16, IFIT2, IFIT3, IFITM1, IFITM3, MX1, MX2, OAS1, XAF1, among which
the expression of EGR1 was down-regulated (P<C0.01),and the expression of other DEGs was increased (P
<0.01). However, the expression of EGR1 was up-regulated in PBMC of LN (P <C0. 01),and there was no
significant difference in the expression of FOSB and IFITM1 (P >>0. 05). The expression of other 9 core DEGs

was up-regulated (P<C0. 01),which was consistent with the changes in LN renal tissue. Conclusion The key

DEGs in renal tissue of LN patients are mainly related to interferon signaling pathway.
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