E AT E ¥ 2o 2024 5 3 A% 45 %% 58 Int ] Lab Med,March 2024, Vol. 44,No. 5 + 585

o E-
ALDH BEEREERENZEEAREE HEGNELZFHPRER

% W ELM.F B ARZ,E X
BT P EERESFEBA, @ F M 646000

/|

i E.BH K3 ALDH2 rs190914158 2 A R X 5 RBMM X ZM M AL E H A S ELmPA/ER.,
FiE EARARARMERART . H 2021 £ 3 A £ 2022 % 12 AAZERKSG HFHTE576 1504 HEHAEE
FINBERAE A RE, EP BB EBEH 101 BIAEARIAL,ERIBEF 49 AIAE AR M, RIEFIMEF
MEIRIEH R E L > AR ERIEME P ERIRMA e E E BRI, BB MMEESRE 150 4144 2 1R
W, WERHFRAE SR RMASERBMAR R RBREEAEFHARREHE L, 24 ALDH2
rs190914158 A= E X E 5 R M X A/ A, R MAALBA RBEAS5ERBLE AR BRIBAZ LA EH
# ALDH2 rs190914158 42 £ #9 X B A (GG AG AM ZF A A B (G.A KR, ZFH A LITFENL (P
0.05), FRIAREA H A &b EBHO-TFHIHIRE, 2B A F AR MK FIRITIEH LI E B R Hw = 85K
P, 2R A LT FEL(P<0.05), @i 24 A 54, ALDH2 rs190914158 4% & R £ 5 R 69 X Z4F
AT HAEZhEM R EOR=1.55,95%CI.:1.32~1.89)., &it BIBTHLEREHL ALDH2
rs190914158 45 & R B M e #g Ft & , 2t f 3§ hm H A & o /R 09 KR T,

KEIF :rs190914158; S AM; RME; HAEZLE

DOI:10. 3969/j. issn. 1673-4130. 2024. 05. 015 REESES:R394.3

M EHES:1673-4130(2024)05-0585-05 MEkPRAERD A

Interaction between ALDHZ2 gene mutation and smoking and its role
in the development of H-type hypertension”
PENG Hu ,TANG Kebin ,L.LUO Ting ,LONG Chenglan \WANG Cui
Department of Clinical Laboratory ,Luzhou Traditional Chinese
Medicine Hospital s Luzhou sSichuan 646000,China

Abstract : Objective To investigate the interaction between ALDH2 rs190914158 variant and smoking and
its role in the development of H-type hypertension. Methods This is a prospective study, 150 patients with H-
type hypertension who were treated in the hospital from March 2021 to December 2022 were enrolled in the
study as study group. Among them, 101 smoking patients were selected as the smoking group,and 49 non-
smoking patients were selected as the non-smoking group. According to the smoking index of the smoking pa-
tients,the smoking patients were divided into mild smoking group,moderate smoking group and heavy smok-
ing group. Another 150 healthy volunteers were enrolled as the control group. The gene mutations were com-
pared between the study group and the control group,the smoking group and the non-smoking group,and a-
mong groups with different smoking degrees. The interaction between ALDH2 rs190914158 mutation and
smoking was analyzed. Results There were significant differences in the genotypes (GG, AG,AA) and alleles
(G,A) of ALDH2 rs190914158 between the study group and the control group,between the smoking group
and the non-smoking group,and among the groups with different smoking degrees,and the differences were all
statistically significant (P<C0. 05). There were significant differences in mean arterial pressure, blood homo-
cysteine,insulin resistance index,total cholesterol and triglyceride levels among patients with different geno-
types of H-type hypertension (P<Z0. 05). The interaction between ALDH2 rs190914158 mutation and smok-
ing may lead to H-type hypertension (OR=1.55,95%CI:1. 32—1. 89). Conclusion Smoking may increase
the risk of ALDH2 rs190914158 mutation,and then increase the risk of H-type hypertension.

Key words:rs190914158; polymorphism; smoking; H-type hypertension
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