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The prognostic value of serum circVMAZ21 level in patients with sepsis”
REN Yanyan .YANG Hongfeng”
Department of Intensive Care Unit sthe First People’s Hospital of Zhenjiang

Zhenjiang »Jiangsu 212000,China
Abstract : Objective To investigate the value of serum cyclic RNA vacuolar ATPase assembly factor (cir-
cVMAZ21) level in the prognosis of patients with sepsis. Methods A total of 200 patients with sepsis admitted
to the hospital from July 2020 to December 2022 were enrolled in the study as the sepsis group. The patients
were followed up,and the patients were divided into good prognosis group (128 cases) and poor prognosis
group (72 cases) according to whether they survived 28 days after treatment. In addition, 200 patients with
common infection admitted to our hospital during the same period were enrolled as the control group. The ser-
um circVMAZ21 level was detected by real-time fluorescence quantitative PCR(qPCR). The correlations be-
tween circVMAZ21 and sequential organ failure assessment (SOFA) score and acute physiology and chronic
health evaluation I (APACHEIl ) score were analyzed by Spearman method. The receiver operating charac-
teristic (ROC) curve was used to analyze the predictive value of circVMAZ21 for poor prognosis in patients
with sepsis. Kaplan-Meier method was used to analyze the relationship between circVMAZ21 and the survival
prognosis of patients with sepsis,and Logistic regression was used to analyze the influencing factors of prog-

nosis in patients with sepsis. Results Compared with the control group,the serum level of circVMAZ21 in the

*  EEIWHE LT AHTE AP A S H (SH2019066) .
TEHE BN ATHH L, FIE B0, 322 FE B 2E A ST 5 . o B151€4& . E-mail : guangtiebanc6@163. com,



+ 594 - EfFREF4FT 202443 A% 45 %% 58 Int ] Lab Med,March 2024, Vol. 44,No. 5

sepsis group significantly decreased (P <C0. 05). The serum level of circVMAZ21 in sepsis patients was nega-
tively correlated with SOFA score and APACHE [ score (r=—0.553,—0. 543, P<C0. 05). Compared with
the good prognosis group,the level of circVMAZ21 in the poor prognosis group decreased, and the difference
was statistically significant (P<Z0. 05). The levels of creatine kinase MB isoenzyme (CK-MB) , cardiac tropo-
nin I (¢TnD) ,high-sensitivity C-reactive protein (hs-CRP) ,tumor necrosis factor-a (TNF-a),white blood cell
count (WBC) ,neutrophil count (NEU),SOFA score and APACHE Il score in the poor prognosis group were
higher than those in the good prognosis group (P<Z0. 05). ROC curve analysis showed that the area under the
curve (AUC) of circVMA21 was 0. 848 (95%CI:0. 793 —0. 902) , the cut-off value was 0. 55, the sensitivity
was 83.30% , the specificity was 78. 90% , and the Youden index was 0. 622. Kaplan-Meier analysis showed
that there was a significant difference in the survival prognosis between circVMA21>>0. 55 and circVMA21<C
0. 55 patients (log-rank X* =75, 138, P =0. 023). Multivariate Logistic regression showed that APACHE I
score was a risk factor for poor prognosis,and circVMAZ21 was a protective factor for good prognosis in pa-
tients with sepsis (P <C0. 05). Conclusion The level of serum circVMA21 decreases in patients with sepsis.
Serum circVMAZ21 is a protective factor for good prognosis in patients with sepsis and can be used as a bio-

marker to evaluate the prognosis of patients with sepsis.
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