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Abstract: Objective To investigate the expression and prognostic value of tumor protein P53 (TP53),
serine/threonine protein kinase (BRAF), paired box gene 8 antibody-peroxisome proliferator-activated recep-
tor gamma (Pax8-PPARY) in thyroid cancer. Methods A total of 150 patients with thyroid cancer admitted to
the hospital from April 2020 to April 2022 were enrolled in the study. The expression levels of TP53,BRAF
and Pax8-PPARY mRNA in thyroid cancer tissues and adjacent tissues were detected, and their relationship
with clinicopathological factors was analyzed. Receiver operating characteristic (ROC) curve and decision
curve were used to analyze the value of TP53,BRAF,Pax8-PPARY mRNA expression levels in predicting the
response to "' treatment. Results The expression levels of TP53,BRAF,and Pax8-PPARY mRNA in thyroid
cancer tissues were higher than those in paracancerous tissues (P<C0.05). Lymph node metastasis, maximum
tumor diameter,and peritumoral infiltration in thyroid cancer patients were associated with TP53,BRAF,and
Pax8-PPARY mRNA expression levels (P <C0. 05). The expression levels of TP53, BRAF, and Pax8-PPARY
mRNA in the tissues of patients who failed redioiodine remnent ablation were higher than those of patients
who succeeded (P<C0. 05). The ROC curve analysis showed that the combination of TP53,BRAF,and Pax8-

PPARY mRNA predicted the failure of to remove the residual thyroid tissues after redioiodine remnent abla-

*  EETE . WEMT A= AR T 5 & RITRII H (22422083084Z0)
VEBE A FEZE BB AT, BTN TR T R IE S M L5, & BEEH . E-mail:stolea@21cn. com,



E AT E ¥ 2o 2024 5 3 A% 45 %% 58 Int ] Lab Med,March 2024, Vol. 44,No. 5 * 599 -

tion using radioactive "' I in thyroid cancer patients with larger area under the curve than those predicted by

the three alone (P<C0. 05). The decision curve showed that the net return rate of the combined prediction of
the three factors was better than that of the single prediction (P<C0. 05). Conclusion TP53,BRAF,and Pax8-

PPARY are highly expressed in thyroid cancer tissue,and the combined detection can help predict the effect of

"'T treatment and provide reference for clinical determination of reasonable treatment plan and time.
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GAAGATGAC-3"; ¥ &2 )¥ 4 95 °C 5 min, 95 °C 30
$.53 °C 30 5,72 °C 30 s, 3k 35 MEH, BRAF 5|¥)
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0.10 mol/L, Il . I i /& # TSH 4 +#7E 0. 05~0. 10
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hESHEGITFE L.

2 & R
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150 FCLR R B ge - B2 5T 1 AR A L H R R
g3 F 5 HUAR BT A O R
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I EF R B R SR N R R AR BF 5T K L PaxS-
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SR A, I JE Y . Pax8-PPARY filt & 3 [H ] 52 i
Pax8 . PPARY YJRE , B & H 3 35 19 . mT 4 i i 96 4
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