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Expression and significance of IncRNA-UCA1 and miR-145-5p in placenta
and cord blood of pregnant women with gestational diabetes mellitus
ZHANG Xinyu ,CHEN Xuelian ,ZHAO Weixiu®
Department o f Obstetrics and Gynecology sRenji Hospital Shanghai Jiaotong
University School of Medicine ,Shanghai 200127 ,China
Abstract:Objective To investigate the expression levels of long non-coding RNA (IncRNA) urothelial
carcinoma-associated antigen 1 (IncRNA-UCA1) and microRNA-145-5p (miR-145-5p) in placental tissue of
pregnant women with gestational diabetes mellitus (GDM) ,and their relationship with insulin resistance (IR)
and neonatal weight. Methods From March 2019 to July 2021,86 pregnant women with GDM in this hospital
identified by oral glucose tolerance test (OGTT) were selected as the GDM group. In addition, 86 pregnant
women with normal glucose tolerance (NGT) determined by OGTT during the same period were taken as the
control group. The levels of IncRNA-UCA1 and miR-145-5p in placental tissue and umbilical cord blood,IR-
related indexes and neonatal body weight were compared between the control group and the GDM group. The
correlation between the expression levels of IncRNA-UCA1 and miR-145-5p in placental tissue and cord blood
of pregnant women with GDM and homeostasis model insulin resistance index (HOMA-IR) , neonatal weight,
and IncRNA-UCA1 expression levels in placental tissue and cord blood and miR-145-5p were analyzed. Results The
expression level of IncRNA-UCAT1 in placenta tissue and cord blood of pregnant women in GDM group was
lower than those in control group (P <C0. 05), while the expression level of miR-145-5p, fasting insulin
(FINS) ,fasting blood glucose (FBG),and HOMA-IR were higher than those in control group (P <C0. 05).

The expression level of IncRNA-UCAL in placenta tissue and cord blood of pregnant women with GDM were
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negatively correlated with HOMA-IR and neonatal weight (P<C0. 05) ,and the expression level of miR-145-5p
was positively correlated with HOMA-IR and neonatal weight (P <C0. 05). The expression level of IncRNA-
UCAL in placenta tissue and cord blood of pregnant women with GDM was negatively correlated with miR-
145-5p (P<C0. 05). Conclusion The expression level of IncRNA-UCAT1 in placenta and cord blood of pregnant
women with GDM are low,and the expression level of miR-145-5p are high,both of which are closely related

to IR and neonatal weight.
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