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Relationship between the expression levels of TTF-1 and Galectin-3 in sediment embedded tissues
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Abstract: Objective To investigate the relationship between the expression levels of thyroid transcription
factor 1 (TTF-1) and Galectin-3 (Galectin-3) in sediment embedded tissues in pleural effusion and the malig-
nant biological behavior of lung adenocarcinoma. Methods A total of 163 patients with lung adenocarcinoma
in the hospital from October 2020 to March 2023 were selected and divided into highly differentiated group (26
cases) s,moderately differentiated group (78 cases) and poorly differentiated group (59 cases) according to the
degree of differentiation. The expression levels of TTF-1, Galectin-3 and pl6 mRNA in sediment embedded
tissues in pleural effusion in the three groups were compared. Spearman rank correlation coefficient was used
to analyze the correlation between TTF-1,Galectin-3 expression and pl6 mRNA expression in sediment em-
bedded tissues in pleural effusion. Multiple linear regression analysis was performed to determine the depend-
ence of TTF-1,Galectin-3 expression and p16 mRNA expression in sediment embedded tissues in pleural effu-
sion. The dose-effect relationship between the expression of TTF-1, Galectin-3 and pl6 mRNA in sediment

embedded tissues in pleural effusion was analyzed by restricted cubic spline diagram. Results The expression
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levels of TTF-1 and Galectin-3 in the low-differentiation group were higher than those in the medium-differen-
tiation group and the high-differentiation group,the expression of p16 gene mRNA was lower than that in the
medium-differentiation group and the high-differentiation group,and the expression levels of TTF-1 and Ga-
lectin-3 in the medium-differentiation group were higher than that in the high-differentiation group,and the
expression levels of p16 gene mRNA was lower than that in highly differentiated group,and the differences
were statistically significant (P<Z0. 05). The expression levels of TTF-1 (+=—0.752,P<C0.001) and Galec-
tin-3 (r=—0. 811, P <C0. 001) were negatively correlated with p16 mRNA expression in pleural sludge em-
bedding tissues. There was no significant linear dependence between Galectin-3 expression and pl6 gene mR-
NA expression levels in sediment embedded tissues in pleural effusion (P >>0.05),but there was a linear de-
pendence between TTF-1 expression and pl6 gene mRNA expression levels in sediment embedded tissues in
pleural effusion (P =0.049). When the expression level of TTF-1 in sediment embedded tissues in pleural ef-
fusion was less than 4 points.and the expression level of Galectin-3 in sediment embedded tissues in pleural ef-
fusion was less than 3 points,the effect on p16 mRNA expression was the most significant. Conclusion The
expression levels of TTF-1 and Galectin-3 in sediment embedded tissues in pleural effusion is closely related to

the malignant biological behavior of lung adenocarcinoma. Early detection is of great significance for clinical

intervention to avoid disease deterioration.
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