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Serum TGR5 mRNA and BNIP3 mRNA expression levels and their clinical
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Abstract: Objective  To explore the expression levels of serum Takeda G-protein-coupled receptor 5
(TGR5) mRNA and Bel-2/adenovirus QE1B-19kDa interacting protein 3 (BNIP3) mRNA in patients with a-
cute myocardial infarction(AMID) ,and their predictive value for postoperative adverse cardiac events (MACE).
Methods A total of 98 patients with AMI treated by percutaneous coronary intervention (PCI) in Mentougou
Teaching Hospital of Capital Medical University from January 2018 to January 2020 were selected as the re-
search group [ AMI patients included 46 cases of acute non-ST-segment elevation myocardial infarction
(NSTEMD and 52 cases of acute ST-segment elevation myocardial infarction (STEMID) J. Another 90 healthy
subjects during the same period were regarded as the control group. Serum TGR5 mRNA and BNIP3 mRNA
expression levels were detected by real-time quantitative PCR (qRT-PCR). According to the PCI postoperative
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follow-up results,they were grouped into MACE group (46 cases) and non-MACE group (52 cases),and the
clinical data of patients in the two groups were collected. The correlation between serum TGR5 mRNA and
BNIP3 mRNA expression levels after operation in the MACE group was analyzed by Pearson method. Receiver
operating characteristic (ROC) curve was used to analyze the predictive value of serum TGR5 mRNA and
BNIP3 mRNA for the occurrence of MACE in patients with postoperative AMI, and Logistic regression was
The serum TGR5

mRNA expression level in the research group was obviously lower than that in the control group,and the ser-

applied to analyze the influencing factors of postoperative MACE in AMI patients. Results

um BNIP3 mRNA expression level was obviously higher than that in the control group.,and the differences
were statistically significant (P <C0. 05). After operation, the left ventricular ejection fraction (LVEF) and
TGR5 mRNA expression levels in the MACE group were obviously lower than those in the non-MACE
group.and the serum creatinine (SCr) ,red blood cell distribution width (RDW) , the killip classification [l +
IV ,and BNIP3 mRNA were obviously higher than those in the non-MACE group,and the differences were sta-
tistically significant (P <C0. 05). According to Pearson correlation analysis, serum TGR5 mRNA and BNIP3
mRNA expression levels were negatively correlated (r =—0. 543, P <C0. 05). The ROC curve showed that the
area under the curve (AUC) of serum TGR5 mRNA for predicting the occurrence of MACE in AMI patients
was 0.704(95% CI:0. 601 —0. 808),and the AUC of serum BNIP3 mRNA for predicting the occurrence of
MACE in AMI patients was 0. 762 (95% CI : 0. 696 — 0. 883), the AUC of serum TGR5 mRNA combined
BNIP3 mRNA to predict postoperative MACE in patients with AMI was 0. 867 (95% CI : 0. 783 — 0. 932),
which was better than that of both individually (Z . .pmaiontors = 2. 346+ Z compinationsnps — 1. 715, P =10. 019,
0. 043). Logistic regression analysis showed that TGR5 mRNA ,BNIP3 mRNA and RDW were the influencing
factors of postoperative MACE in patients with AMI (P <C0. 05). Conclusion TGR5 mRNA is lowly ex-
pressed in the serum of AMI patients,and BNIP3 mRNA is highly expressed in the serum of AMI patients,
both are of great significance for predicting the occurrence of postoperative MACE.

Bel-2/adenovirus

Key words: acute myocardial infarction; Takeda G-protein-coupled receptor 5;
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=171 50 27(54.00) 23(46.00)
<71 48 19(39.58) 29(60. 42)
2 A 0.954 0. 329
H 52 22(42.31) 30(57.69)
T 46 24(52.17) 22(47.83)
W PR s 0.292 0. 589
H 39 17(43.59)) 22(56.41)
J 59 29(49.15) 30(50. 85)
e I B 0.096 0.757
A 57 26(45.61) 31(54.39)
J 41 20(48.78) 21(51.22)
SCr(mmol/L) — 76.35418. 56 68.55216. 35 2.212 0. 029
LDL-C(mmol/L) — 2.5920. 50 2.780.52 1.838 0. 069
HDL-C(mmol/L) — 1.0540.23 1.034+0. 22 0. 440 0.661
LVEF(%) — 58.63%7.11 64.2647. 36 3. 840 <<0. 001




+ 1134 - ER#HHRESFLE 202445 A% 45 %% 98 Int ] Lab Med,May 2024, Vol. 45,No. 9
@R 3 AMI £2E AR JF MACE AFf1dE MACE £ TGR5 mRNA .BNIP3 mRNA K ERIGEK BRI L B0 (%) = 5]
EE2n n MACE % (n =46) 4E MACE 41 (n=52) X2/t P
LVEDV(mm) — 46.38+5. 66 45.634+5. 69 0. 653 0.515
RDW (%) — 15.3642. 34 12.8742.11 5.539 <<0. 001
#F 3% i (mmol/L) — 74.147413. 20 78.45413.25 1.610 0.111
Y 45 & (mmol /1) — 119.65+13.58 124.89+15. 23 1.788 0.077
Hb(g/L) — 138.58+13. 43 142.35+15. 64 1.272 0.207
WBC(X10"/L) — 10. 2542, 54 9.67+£2.95 1.046 0.298
Killip 4> %% 4,632 0.031
M+ V4 57 32(56.14) 25(43. 86)
I +1% 41 14(34.15) 27(65.85)
TGR5 mRNA — 0.6220.16 0.9270. 24 7.181 <<0. 001
BNIP3 mRNA — 1.44%0. 28 1.1020. 22 6.721 <<0. 001
7T 2 45 21(46.67) 24(53.33) 0. 002 0. 960
53 25(47.17) 28(52. 83)
51 20(39. 22) 31(60.78)
B B I8 47 26(55. 32) 21(44., 68) 2. 547 0.111

T — RN TR

2.3 AR5 MACE 4 1L # TGR5 mRNA 5 BNIP3
mRNA XK FAHH LY £ Pearson #5047,
7% TGR5 mRNA 5 BNIP3 mRNA ik /K& 7
K (r=—0.543,P<0.05), WKl 1.

0.90

e
~
S

e
[3)
=]

TRG5 mRNA

0.30f

1.00 1.20 1.40 1. 60 1.80 2.00 2.20
BNIP3 mRNA

B 1 ARJE MACE A117F TGR5 mRNA 5 BNIP3 mRNA
KEHEXE

2.4 Il TGR5 mRNA. BNIP3 mRNA X} & 5
AMI i # MACE &4 M 5B ROC i £&
WKL I TGRS mRNA il AMI B #% MACE %
) AUC M 0. 704(95%CT ;0. 601~0. 808) , #% W (&
4 0.803; 17 BNIP3 mRNA Fiill AMI £ MACE
KA AUC 2h 0. 762(95%CI ;0. 696~0. 883) , #% Wt
{HM 1.396, 1% TGR5 mRNA 5 BNIP3 mRNA §t
A AMI 2% AR J5 MACE %41 AUC J 0. 867
(95% CI: 0. 783 ~ 0. 932) i T — & B4 o ¥
(Z -smarors = 2. 3465 Z -ymppaps = 1. 715, P =
0.019.0.043), WA 2,

2.5 AMI B # KRJE MACE RAEMEWEE L
AMI B # 1l TGR5 mRNA .BNIP3 mRNA .RDW,
LVEF.SCr {8 0. 78.1.26.14. 04 % .61.62% .72. 21
RS R kAR A O AR B L TGRS
mRNAZ=>0. 78 i F ik, <<0. 78 Kk % ik ; BNIP3
mRNA>1. 26 N EFE ik, <1.26 HKFEL.RDW=
14.04 % N w5 £k, RDW<14. 04 % MKk, L

LVEF=61. 62 % M@ &ik,<<61.62 % WLEE. L
SCr=72. 21 N ik, <<72.21 FEFEL, L AMI
BEARE MACE EHEEAENHERE=1./5=0),
LI TGR5 mRNA (fli # ik = 1, & %5 = 0) . BNIP3
mRNA(HRE=1,{LXE=0  RDW(HFKL=1,
KFE=0 LVEFURER L =1. mEL=0).SCr(&H
Fik=1.48%i5=0) . Killip %M+ N%=1,1 +
I 9=0)N A7 # 47 Logistic [ F 43 #r, 45 5 8%
TGR5mRNA,BNIP3 mRNA,RDW & AMI # # &K
Ji MACE &g miR & (P<<0.05), WL 4,
1.0 2 R
o g,

(O il
@sEL

0.8

@(o‘a. ® @
&
M
0. 4/
0.2
0.0 - - - -
0.0 0.2 0.4 0.6 0.8 1.0

1-$55E
B 2 ROC & 48 M 7F TGR5 mRNA BNIP3 mRNA Xt
RE AMI £# MACE % £ BN E

x4 AMI 2EARE MACE X £ EMEZ

A hE B SE  Wald X*  OR 95%CI P
TGR5 mRNA 0.710  0.241 8.691 2.035 1.269~3.263 0.003
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