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Relationship between the expression level of ABCC4 and miR-125b-5p in prostate
cancer tissues and postoperative prognosis”
JIA Yuan ZWANG Hongfu” ,LIU Nan ,YIN Kai QI Wengian
Department of Urology s Huanghua People’s Hospital s Huanghua s Hebei 061100,China

Abstract: Objective To explore the relationship between the expression levels of adenosine triphosphate
binds to the box transporter C4 (ABCC4) and microRNA-125b-5p (miR-125b-5p) and survival 3 years after
surgery in prostate cancer (PCa) tissue. Methods A total of 60 patients with PCa diagnosed in Huanghua
People’'s Hospital from November 2017 to February 2020 were selected,and PCa tissues (PCa group) and pa-
racancer tissues (control group) were collected intraoperatively. The expression levels of ABCC4 mRNA , miR-
125b-5p and ABCC4 in the samples were detected;the patients were followed up for 3 years. The correlation
between the expression levels of ABCC4 mRNA and miR-125b-5p in PCa tissues,their relationship with clini-
copathological features and prognosis,and the factors affecting the prognosis of PCa patients, the predictive
value of both for 3-year survival of patients were analyzed. Results The expression level and positive rate of
ABCC4 mRNA in PCa group were higher than those in control group,and the expression level of miR-125b-5p
was lower than that in control group,and the differences were statistically significant (P <C0. 05). The expres-
sion level of ABCC4 mRNA and miR-125b-5p in PCa tissue was negatively correlated (P<C0. 05). The expres-
sion level of ABCC4 mRNA and miR-125b-5p in PCa tissue was related to tumor stage,serum prostate specific
antigen, Gleason score and tumor metastasis (P<C0. 05). The 3-year cumulative survival rate of patients in the

ABCC4 mRNA high expression group and the miR-125b-5p low expression group was lower than that in the
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ABCC4 mRNA low expression group and the miR-125b-5p high expression group,respectively,and the differ-
ences were statistically significant (P <C0. 05). The expression level of ABCC4 mRNA in the PCa tissue in
death group was higher than that in survival group,and the expression level of miR-125b-5p was lower than
that in survival group,and the differences were statistically significant (P<C0. 05). High expression of ABCC4
mRNA and low expression of miR-125b-5p were independent risk factors for poor prognosis in PCa patients
(P<C0.05). Compared to the area under the curve (AUC) predicted by ABCC4 mRNA and miR-125b-5p alone
for 3-year survival in PCa patients,the combined prediction of the two had a higher AUC (P <C0. 05). Conclu-
sion ABCCH4 is highly expressed and miR-125b-5p is low expressed in PCa patients’ cancer tissues,and the

combination of the two has a high predictive power for 3-year survival in PCa patients.
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1.3.1 MESCRE N AE VT ARG B AFIN PCa 4
L BREAAFEA 25 29 50 mg., A BE B AT I s b, A
3~5 mL WL £k 92 vl Wt B L OF B B0 N B 0 A
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NA, R PCRIAFGRCH 10 pL KBAK R, 4%
4 %:95 °C, 10 min; 40 4 PCR #E ¥ (95 C, 10 s;
55 °C,20 5372 "C,15 &), RH 2 > FikitH 44
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ABCC4 mRNA CGGCAAGTCGTCCCTGTCA ATTGCTCCTCACGGTTCCTG
GAPDH CTGACTTCAACAGCGACACC TGTGGTAGCCAAATTCGTTGT
miR-125b-5p GGTCCCTGAGACCCTAACT CTCAACTGGTGTCGTGGA
U6 TGCGGGTGCTCGCTTCGCAGC CCAGTGCAGGGTCCGAGAT
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BELABIE B R R AT X KB s R Pearson 7
3T Pea 4 ABCC4 mRNA Fl miR-125b-5p % ik
IK 3 19 A0 5% 4 ; Kaplan-Meier 3430 #t PCa 4 A AB-
CC4 mRNA, miR-125b-5p £ kK F 5 W5 < 5
Cox [H 4381 PCa & TG 1Y 52 ) B 3 5 2 1 32 3K 3
TAERRE (ROC) i Ze 4347 PCa 41H ABCC4 mRNA
miR-125b-5p 3K KF X J#H 3 45 P9 A4 A7 1 150 00
B, & T i (AUC) AT Z K. LA P<0.05
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*2 £ ABCC4 mRNA #1 miR-125b-5p K ik

KER BB (x+£s)

20 5 n ABCC4 mRNA miR-125b-5p
Xf B 21 60 1. 0040. 00 1.0040. 00
PCa 21 60 2.7540.37 0.43+0.09
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P <20. 001 <20. 001
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ol

% don. - 4 9 SR
ABCCARR 4 ABCCARRT
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451 n ABCC4 M1t &5 ABCC4 PR %
X HE 2R 60 44(73.33) 16(26.67)
PCa 41 60 8(13.33) 52(86.67)
x* 43.982
P <0. 001
miR-125b-5p cc cuu ccuag cc aga ccu acuuguga uau
I L A R A R R R R A Y
ABCC4 gg gag ggauc gg ucu gga ugaacacu aug

B 2
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KA 3AERBUEL RN 82. 7620 (24/29) & T
miR-125b-5p ik #3k2H 51. 61 % (16/31) (X* =6. 541,
P=0.011., WK 4,
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I—— ABCC4 mRNA  ABCC4 mRNA .
it 7 WAL n I
" REXHR=12) WHEEHR=18)

miR-125b-5p miR-125b-5p
RFEH (=31 mEEHR=29)

A () 2.330  0.127 0. 206 0. 650
<65 19 6(31.58) 13(68.42) 9(47.37) 10(52. 63)
=65 41 6(14.63) 35(85.37) 22(53.66) 19(46. 34)
i g6 43381 (35D 4,311 0.038 9.121 0. 003
T2 38 4(10.53) 34(89.47) 14(36. 84) 24(63.16)
T3~T4 22 8(36. 36) 14(63. 64) 17(77.27) 5(22.73)
I PSA 17.841 <C0.001 8.107 0.018
5 4 18 10(55.56) 8(44., 44) 5(27.78) 13(72.22)
TR BE X 28 1(3.57) 27(96. 43) 15(53.57) 13(46. 43)
B 14 1(7.14) 13(92. 86) 11(78.57) 3(21.43)
Gleason F43 (4) 16.638  <<0.001 9.142  0.011
<6 15 9(60. 00) 6(40. 00) 5(33.33) 10(66.67)
6~8 31 2(6.45) 29(93.55) 14(45.16) 17(54. 84)
>8 14 1(7.14) 13(92. 86) 12(85.71) 2(14.29)
FAROGRE 0. 429 0.513 2.611 0. 106
BA 35 6(17.14) 29(82. 86) 15(42. 86) 20(57.14)
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fid iR e 7% 14.083 <<0. 001 6. 886 0. 009
2 13 3(23.08) 10(76. 92) 11(84.62) 2(15. 38)
w 47 9(19.15) 38(80. 85) 20(42.55) 27(57.45)
"o . I ﬁﬁj_ﬁ miR-125b-5p LK T L FET-41 PCa A4
0.801 0.80+ _ ABCC4 mRNA &5 K& T A FF 4. miR-125b-5p
50 01 - | Boey FE AP IR T A7 (P<<0.05), W3 5.
%o. 40 %0. 40 x5 EFHAMET A PCa HLEH ABCC4L mRNA,
0,201 %_W 0201 miR-125b-5p RiIXKFH L (2 £ 5)
0,00 . . i :fﬁ_m 0,00 . . . | n ABCC4 mRNA miR-125b-5p
0.00 10. OOE?;%&?E%(;? 00 40.00 0.00 10. 00@7;%1?%(;3 00 40.00 ﬂiﬁ‘?ﬂ 10 9. 5740. 29 0.4940. 11
4 PCa #H ABCC4 mRNA . miR-125b-5p RikKF T 20 3.1140.53 0.3240.05
SHEEFHXR ¢ 5.116 6. 560
P <<0. 001 <£0. 001
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2.7 Cox [BH4#HF PCa BE WG MmN E LU
PCa AT G 0 R AR & (B V5 3 FF N AERFNHE R
U BET R TS AN R A7 i M 43 L % PSA.
Gleason P43 \FARUIZRE Mg % . ABCC4 mR-
NA . miR-125b-5p fE N A28 &, B EK Cox [l IH 4
s, Mg 4y B0 L 17 PSA. Gleason TF 4. i 88 5%
% .ABCC4 mRNA .miR-125b-5p ¥J /& PCa £ # i )5
NEBER 2 (P<0.05); ZH &K Cox [MIH 4T &
7~ s ABCC4 mRNA K3k {5 . miR-125b-5p 3k fi I

& PCa A WG AN R Ay o7 fa | I & (P <C0. 05),
W3 6.,

2.8 PCa#t ABCC4 mRNA.miR-125b-5p Fik/K
X EE 3 ENAEFHTWNANE  ROC #4539
/R, PCa 41 h ABCC4 mRNA miR-125b-5p, ~F 4L
O 3 4FENALER AUC 439k 0. 776.,0. 789,
0. 860, % T ABCC4 mRNA, miR-125b-5p 4% [ #
MR B AUC, — 35 BEA Rl By AUC 3 & (Z=
1.040,P<C0.001.Z=0.906,P<C0.001), WF* 7,

x®6 Cox B34 # PCa BEFEHEIMEZE
LSSy EASES

A5

HR 95%CI P HR 95%CI P
AR 1.142 0.614~1.528 0. 085 — — —
Ji 9z 43 491 1.391 1.045~1. 863 0.019 1.306 0.985~1.732 0. 064
1175 PSA 1.983 1.351~3.186 0.014 1.159 0.884~1.512 0. 285
Gleason -4 2.132 1.453~3. 865 0.008 1.282 0.949~1.730 0.104
FARUIGARE 1. 267 0.941~1.707 0.119 — - —
iy e B 1.361 1.075~3. 986 0.012 1.364 0.974~1.911 0.071
ABCC4 mRNA 2.143 1.520~3. 461 0. 004 2. 685 1.125~3. 867 <0. 001
miR-125b-5p 2. 545 1.618~4. 632 0. 002 3. 461 1.213~4.358 <<0. 001

. — R TEE .
x7 PCa @ ABCC4 mRNAmiR-125b-5p  ZEBEHR NI EE 3 ENEFHTUMNE
&b T {E AUC 95%CI R ) SO EARE R
ABCC4 mRNA 3.02 0.776 0. 650~0. 874 75.03 75. 14 0. 502
miR-125b-5p 0.37 0. 789 0.664~0. 883 70. 11 85. 09 0.552
e e ol — 0. 860 0.746~0. 936 76. 04 82.50 0.585
T — R HUE
3 it it 0 i = (AN O ol o N1 R e ) R = i
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65 %L BB KA E 6 NBEMPEA 1 NS eig
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RELE: Ry 1 e 30 sl 2 B M i O L R A2 TIRYT B R
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ERZAEEK S, EREFEB TN E N
Z S AR R LR A R S DR R RS R I R 2
I, B UG T AR I I LA, HEXT PCa 1 715112
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B AT KURS: AN UG T4 AR e T k. A
VTR R PCa KA KRG &I LW br 4
Sk PCa 1719932 W7 R T ok 36 42 (R By

ABCCA & =R IR 17 245 & & 7% i3 T A R 5L
Z— JIZARAE T N 25 Tl 248 B o o £ 455 i 200 B L b

INEASY . ABCCA HEIE B REFIH = B IR IR 1T 45 &
FIK A 7= 2 1) B8 A 7E 2 ) R 0 S TR 38 B B L DO
BRI A 24 ) B AR 0 o A 9 i AR 9T T s ABCC4 ]
il 3 o HE AR T 25 4 1 B R A 7 i S 3K
BT R, R AR AN B Y & B, U RN AT R 4
i o 25 25 0 B Ak T ABCC4 3K, BB R PRI |3
EEHALYT 245 M, 6 ] ABCC4 1R 7] fig & — Fh 8 2
i 25 28 1. miRNA 2 —Fp I G /N AR 4R 5 1
RNA, #F4k b B 57, 3t 5 B 8 mRNAs 9 34k
FHE DX 25 5 o 0P T 3 S Jis ik PR 1 238, AT o fi
s B MOk 2 (9 46 % W, miRNAs 78
G 928 240 L 2K T RN D AR B 9 i 1 B 8 By R
SRR A ST 2 W] miR-125b-5p %1k /K 18 £ Fif
S R R L T L o et
FEHY L e S RAYERL R R B miR-125b-5p 4 T i 40
JL A I B ) 7 B R AR . 7E B M R R, miR-125b-5p
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B P 28 38 3% 3 T 5% B4 . miR-125b-5p 2 ik K F 1%
FXHHE4 , H PCa 4 miR-125b-5p 5 ABCC4 mR-
NA £ A K 2 A AMH K, #£/8 ABCC4 mRNA J
miR-125b-5p Al REAEZEAH BLAE A OFdL [ 2 5 PCa 1Y
KRR, ZHANG 2% B 5% B . ABCCA 75 Bl 3
P 2H U RIB K OF W T R K S R R
. PREEETYIRGE B R RS M miR-125b-5p /K
V-5 il PR B2 HOC R B U, HonT 52 e B i RR T
Ja. ARWFFE SR B R, PCa 4141 ABCC4 mRNA,
miR-125b-5p 5 M8 43 ¥ | 1 7 PSA . Gleason 143,
Jih9g e A %, ABCC4 mRNA &£ E4 . miR-125b-
Sp RN B H 3 4F BB A A F 45 HIML T ABCC4
mRNA it % ik 4, miR-125b5p & £ ik 4; 5
ZHANG %575 F0050 5 i % i o0 45 R — 8, R
ABCC4 mRNA ., miR-125b-5p 5 PCa H & %< % ik J&
MG EAXREY . B FIKRE N miR-125b-
5p JCIE M PCa 40 Md 9 14 5 F1 R 28, L AS AR 300 1
ABCC4 ik, F 50 ABCC4 F ik Th . 1 i 638 1Y
ABCC4 AJ 3#F — 25 A 5 i 95 200 J0 79 1 25, AT 52 i)
PCa B . ARIFFE LI, FET- 4] PCa 414
ABCC4 mRNA 3£ 57K V-84 A7 4 T+ miR-125b-
5p Rk KA A FAREL, H ABCC4 mRNA 235
= miR-125b-5p RIXALIE PCa B #H W5 A R A1l
S fERE L 78 ABCC4 mRNA & miR-125b-5p &
IR TR FE PCa BH WS A KL I K L aT LUK Il
CTHERBAKEH TR E TG, 25
K, ABCC4 mRNA,miR-125b-5p il PCa % 3
AENELER) AUC 43 %14 0. 776.,0. 789, BA — & 1Y
TR e 0 H BEA K PCa R F 3 AENAETR
AUC & 38R ZH A H B PCa 134 3 F N A7
HORTRIUNES RN

25 FRFIR ,PCa #HHh ABCC4 £ 5 %35 K F, miR-
125b-5p BARR KRRV, = F 5B E B A B AHC, X
PCa B 3 4 N AE A7 A B TOIN R AT REAE S B IR
PCa I 5 ZLH0 05, (HAHTF 58 0 AR 61 50 0, HR 5
5% ABCC4 .miR-125b-5p & W i} 5] Bt 48 & J&& (4 /E FH AL
il s — 2K 8 2t 22 h O AR T RO 950, A0 A SR 5
AR ZH AE L
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