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Circular RNA circ-TNRC6A targets miR-494-3p to inhibit bladder
cancer cell proliferation and migration”
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Abstract: Objective To investigate the expression level of circular RNA circ-TNRC6A in bladder cancer
tissues and its mechanism of regulating the proliferation and migration of bladder cancer cells. Methods The
expression level of circcTNRC6A in bladder cancer tissues and its relationship with clinical stage of patients
with bladder cancer were analyzed using the Cancer Genome Atlas database. The expression levels of circ-
TNRC6A in human normal bladder epithelial cell SV-HUC-1 and bladder cancer cell lines (MGH-U3,5637,
RT-4,T24,]J82) were analyzed by real-time fluorescence quantitative PCR (qPCR). The circ-TNRC6A plas-
mid (circ-TNRC6A group) and the control plasmid (NC group) were transfected into 5637 bladder cancer
cells,respectively. The effects of circeTNRC6A on the proliferation and migration of bladder cancer cells were
detected by colony formation assay and cell scratch assay, respectively. The targeting relationship between

circ-TNRC6A and microRNA (miR)-494-3p was predicted by bioinformatics technology and confirmed by lu-
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ciferase reporter gene assay. qPCR was used to detect the effect of circe TNRC6A on miR-494-3p expression.
Western blot was used to detect the effect of circ-TNRC6A on the expression of key proteins in Wnt/B-catenin
signaling pathway. Results circ-TNRC6A was down-regulated in bladder cancer tissues compared with adja-
cent tissues (P<C0. 01). The expression level of circ-TNRC6A was correlated with the clinical stage of bladder
cancer (P<C0. 05). Compared with SV-HUC-1 cells, the expression of circ-TNRC6A was lower in bladder
cancer cell lines (all P<C0. 05),and the expression level of circ-TNRC6A was the lowest in 5637 cells (P <<
0.01). Compared with the NC group,overexpression of circ-TNRC6A inhibited the proliferation of 5637 cells
(P<C0.01) and reduced the migration ability of 5637 cells (P<C0. 01). circ-TNRC6A could target miR-494-3p
(P<C0.01). Compared with NC group, overexpression of circ-TNRC6A significantly reduced the expression

level of miR-494-3p (P<C0.01) and inhibited the activation of Wnt/B-catenin signaling pathway (P<C0.01).

Conclusion

circ-TNRC6 A inhibits the proliferation and migration of bladder cancer cells by down-regulating

miR-494-3p. circ-TNRC6A may be a new therapeutic target for bladder cancer.
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