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Relationship between serum IncRNA UCA1 and miR-135b-5p levels and carotid
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Abstract: Objective To investigate the relationship between serum long non-coding RNA urothelial carci-
nogenic antigen 1 (IncRNA UCA1) and serum microRNA-135b-5p (miR-135b-5p) levels and the prognosis of
carotid atherosclerosis in patients with acute cerebral infarction (ACI). Methods A total of 160 patients with
ACI admitted to the hospital from February 2019 to May 2023 were selected as ACI group. Carotid color
Doppler ultrasound was performed to detect carotid atherosclerosis,and they were divided into a group with
carotid atherosclerosis (80 cases) and a group without carotid atherosclerosis (80 cases). According to the
modified Rankin scale, the patients were divided into poor prognosis group (76 cases) and good prognosis
group (84 cases). Another 160 healthy subjects in the hospital were selected as control group in the same peri-
od. Real-time fluorescent quantitative PCR was used to detect the serum levels of IncRNA UCA1 and miR-
135b-5p in ACI patients. Multivariate Logistic regression was used to analyze the prognostic factors of ACI pa-
tients. Receiver operating characteristic (ROC) curve was drawn to analyze the predictive value of serum In-
cRNA UCAI1 and miR-135b-5p levels for poor prognosis in ACI patients. Results The serum IncRNA UCA1
level in ACI group was higher than that in control group,and the serum miR-135b-5p level was lower than
that in control group (P <C0. 05). The serum IncRNA UCA1 level of ACI patients was negatively correlated
with miR-135b-5p (r=—0.417,P<0. 05). The serum IncRNA UCAL1 level in the group with carotid athero-
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sclerosis was higher than that in the group without carotid atherosclerosis,and the serum miR-135b-5p level
was lower than that in the group without carotid atherosclerosis (P<C0. 05). The serum IncRNA UCA1 level
in the good prognosis group was lower than that in the poor prognosis group.and the serum miR-135b-5p level
was higher than that in the poor prognosis group (P <C0. 05). Multivariate Logistic regression analysis showed
that serum IncRNA UCA1,LDL-C levels and National Institutes of Health Stroke Scale score were risk fac-
tors for prognosis in ACI patients,and serum miR-135b-5p level was protective factor for prognosis in ACI pa-
tients (P <C0. 05). ROC curve analysis showed that the area under the curve (AUC) of serum IncRNA UCA1
and miR-135b-5p combined to predict poor prognosis of ACI patients was larger than that of serum IncRNA
UCA1 and miR-135b-5p alone (Z =3. 579,2. 258, P<C0. 05). Conclusion Serum IncRNA UCA1 and miR-
135b-5p are closely related to carotid atherosclerosis and prognosis in patients with ACI,and they can be used

as auxiliary indicators to evaluate the prognosis of ACI.
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=1 qPCR 5| #1 7 51
#MH Em B8 —3" FADEIE/IGIE
IncRNA UCA1 GCTGCAGAAGGTCCGAAGAA GGCTGTTGTCATACTTCTCATGG
GAPDH GCTGCAGAGGTCCGAAGAA GCTGCAGAAGGTCCGAAGAA
miR-135b-5p GGCGTGAGGCTTGAGGGGAT GGAGTAGGCGATTGGGGATCG
U6 CTCGCTTCGGCAGCACA AACGCTTCACGAATTTGAGT
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~ 2 H [ —.‘;,—‘ R V=3 R_ _ N/ _ . _ . .
cRNA UCALKP I 8T ML miR 155050 K0 sammpoprmu a5 z@nnnsmiens
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L 2 1) n IncRNA UCA1 miR-135b-5p
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Bk fbdl 80 1.35+0.12 0.8640.06
21 5 n IncRNA UCA1 miR-135b-5p
T kb 80 1.2340.09 0.9240.05
ACI 41 160 1.2940. 28 0.89-+0.15
¢ 7.155 6.871
X A4 160 1.0440.16 1.0240.16
P <<0. 001 <0.001
! 9. 806 7.498
P <0. 001 <0.001
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P <20. 001 <20. 001
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B vHe 54— . N N 70~87 47 44
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%6 e I CFF /T8 53/31 17/29 0.027  0.870
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2.7 M IncRNA UCAL miR-135b-5p Xt ACT & St 095 B /T 54/30 42/34 1.352  0.245
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| HH i = - RN =
EACAUC) 85 = 3 M B AUC (2 TNF-a(ng/L) 22.46+2.74 21.74+2.64 1.689 0.093
3.579.2.258,% P<C0.05) . W& 7.1 3. hs-CRP(mg/L) 3.76+1.12  3.45+1.02 1.824  0.070
x6 B ACl BEMSH S EE Logistic A7
A5 i B SE Wald X* P OR 95%CI
IncRNA UCAL 0. 890 0.326 . 452 0.006 2.435 1.285~4.613
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K, ML miR-135b-5p /K& ACT &4 5 [ PR 57
BRIZE, B I, AT #E00 S ACT B % /5 £ 351 IncRNA
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E B AUC 4 0. 924, B B KT IME IncRNA UCA1 F1
miR-135b-5p 0 Fi I () AUC, 2 B il 75 IncRNA
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